SEQUENCE LISTING 



<110> Allen, Keith D. 

<120> TRANSGENIC MICE CONTAINING BMP GENE 
DISRUPTIONS 

<130> R-268 

<140> US 09/897,772 
<141> 1001 -06-29 

<150> US 60/215,178 
<151> ::000-0 6-2 9 

•:160> 4 

<170> FasiSEQ for Windows Version 4.0 



O ! P 




io> : 

11> 187 9 

12 > DNA 

13:-* IIus musculus 



•:400..- 1 

i:i:ac:jcutc c 

i::;:c:tuyaa 

aL[ct':tagcc 

act:c':g*:gcc 

aqaagggaac 

gngctgcgac 

uaagagcacc 

gggcgacacc 

i:oatgaaaac 

tqttoccagc 

ggt t vacti: 

vgca-xcaag 

:;gacca:.ggg 

tgcaaai :caa 

ijdcagag-.cc 

tictg'jagagc 

gtgtcatgtg 

"tgcac';gtc 

ggtgact.: ■: tc 

:gtgaaqaga 

cacagt::ccg 

•:ggtgctgga 

aaca^canc-: 

ggctctg:ca 

■r.aa^tctgc 

■: ;:cagaa':at 

caag t tccct 

caa gggqtgg 

cctgctgtgg 

acca :acc:c 

■:gag-:C':a ca 

aaaaaaaaaa 



gcgcgggagc 
gctactgagt 
tccc tgacgt 
agcgatgtga 
tgcccctgct 
tgtgtcggta 
gtggaggagc 
cagctgaact 
c tagtc tcct 
aacaatgtcc 
gatgactgca 
tatcgc tggt 
agtaaaactg 
agcaagaacg 
ac:ggaccag 
catgacagca 
acaggcagcc 
aaagactgac 
t tagc tc tec 
caccacaacc 
aggttacttc 
gcagtagc tg 
aggee ttgaa 
gcgtcccagg 
aattttgett 
gggtttttgt 
tgcagccaca 
tctctcgtga 
get tt tgaaa 

aaggecat tc 
aaaaaaaaa 



tgcttggagg 
gacttctttg 
tcctgctgtg 
geaaatgect 
gtaaggagtg 
tgtgcaaccc 
tgcacgagcc 
ggaacatcgt 
tcctagaaac 

tgtccatcca 
t tcacaacgc 
tcaagtgtat 
ctgacgatgc 
ct tgtacaag 
getgee t tac 
atcagggtgg 
cagtcctgat 
egtagcagea 
aaggcagc tt 
c tggtegteg 
aatgttggtt 
gcccaacacg 
atgcagttgg 
ctatagt tec 
gaataaaaaa 
ggc taacagt 
gagtacc teg 
cct taaagtc 
c taagtagtc 
tegt tcaaac 



ctcggcggcc 
aagaaccatg 
tc tccccgtg 
cat tcaggag 
catgctgtgc 
teggaat tac 
cat tccgtcc 
ctccttccct 
tgtgaaccag 
ccccagcgac 
ccagtgtaag 
ctgetgegag 
gaac tgcatg 
cgt tgacac t 
ggtgaaacc t 
agegtgat t t 
cc tagcacat 
agggctggaa 
cactgtcata 
atgaagaaag 
tggtggggat 
cacaaac tta 
tagcaacacc 
gcaagttct t 
tcttcttgtt 
aataaaaagg 
aaagac t t tc 
caacagcagc 
cacccccagt 
cctcaac tgg 
caccacatgt 



gggaggaggc 
aagtcacact 
tcccagagct 
ctctgccagt 
ctcggggccc 
agcgacaccc 
ctgttcaggg 
gtggcagagg 
ctgcaccacc 
aaagagegea 
atatcctgeg 
tgcatcggtc 
t tttaaagag 
cctacct tgc 
ttctgegtea 
agcagacaga 
ttgtgggtgc 
agaggaaagg 
gtgtctcagt 
cccttaat ta 
gaggcagtag 
gcacctcgag 
act tgccaaa 
gagtgaaat t 
aac tatatgt 
cctggtc tgc 
tat t tggct t 
agatggtgt t 
gacacgcctc 
gaaccaagca 
aataaaatat 



cggggccacg 
atattgtgc t 
gtaacaaagc 
gccggcctgg 
tgtgggacga 
cgcccacatc 
cgctgacgga 
agctgtcaca 
aaaacgtgtc 
tgtgcacagt 
aatccatggg 
cagagtgeat 
ggggaagaaa 
aggatgt ccc 
cc t ttctgc t 
cc tgacaggt 
tgatgttgta 
ggtgtgggaa 
gtcatat tgc 
gggctcget t 
gtagcaggca 
tcatgataga 
gcaggatcaa 
cc tatacata 
ccagaaccat 
atagat tggg 
taggagtatc 
ggaggcttgg 
c tccaataac 
t tcagatata 
atgccacgtc 



6 0 

11.0 

li"; o 

240 
3 i.i 0 

3 i", 0 
410 

4 8 0 
54 0 

6 0 0 
660 
720 

7 30 
84 0 
9 0 0 
960 
102 0 
1 0 8 0 
114 0 
12 00 

12 6 0 
1 ilC) 
1380 
1440 
1 5 0 0 

15 6 0 
162 0 

16 3 0 
1740 

13 0 0 
136 0 
1379 



: 2 1 0 > 2 
:211> 222 



1 



<212> PP.T 

<:i3> Ilus musculus 
<4 0(J> 2 

Mot Lys Ser His Tyr lie Val Leu Ala Leu Ala Ser Leu Thr Phe Leu 

1 5 10 15 

Leu Cya Leu Pro Val Ser Gin Ser Cys Asn Lys Ala Leu Cys Ala Ser 

20 25 30 

Asp Val Ser Lys Cys Leu lie Gin Glu Leu Cys Gin Cys Arg Pro Gly 

35 40 45 

Glu Gly Asn Cys Pro Cys Cys Lys Glu Cys Met Leu Cys Leu Gly Ala 

50 " 55 60 

Leu Trp Asp Glu Cys Cys Asp Cys Val Gly Met Cys Asn Pro Arg Asn 
65 70 75 80 

Tyr Sor Asp Thr Pro Pro Thr Ser Lys Ser Thr Val Glu Glu Leu His 

85 90 95 

G]u Pro lie Pro Ser Leu Phe Arg Ala Leu Thr Glu Gly Asp Thr Gin 

10 0 105 110 

Leu Asn Trp Asn lie Val Ser Phe Pro Val Ala Glu Glu Leu Ser His 

115 120 125 

H-.s Glu Asn Leu Val Ser Phe Leu Glu Thr Val Asn Gin Leu His His 

130 135 140 

Gin As:i Val Ser Val Pro Ser Asn Asn Val His Ala Pro Phe Pro Ser 
14 5 15 0 155 160 

Asp Lvri Glu Arg Met Cys Thr Val Val Tyr Phe Asp Asp Cys Met Ser 

165 170 175 

E'.e H-ri Gin Cys Lys lie Ser Cys Glu Ser Met Gly Ala Ser Lys Tyr 

180 185 190 

Arg Trp Phe His Asn Ala Cys Cys Glu Cys lie Gly Pro Glu Cys lie 

195 200 205 

Asp Tyr Gly Ser Lys Thr Val Lys Cys Met Asn Cys Met Phe 
210 215 220 



< .": 1 0 > 3 
<211> 2 0 0 
<.:12> DNA 

<.:I3> Artificial Sequence 
< 2 2 0 > 

<223> Targeting Vector 
<400> 3 

aacaaatgaa gatcttttgt ccctcgtttt tgtcctgtgc tgatgagcag taagagggct 60 
agaaagtaac tgcaggtatt ctctgagcaa gcgagcgagt ggccgagctc ttcctgcctg 120 
tactgaaatg tccctttgca tttcagagcg catgtgcaca gtggtttact ttgatgactg 180 
cat;gtc>:atc caccagtgta 2 00 

<210> 4 
<211> 2 00 
<212> DNA 

<.:13> Artificial Sequence 
< 2 0 > 

<223> Targeting Vector 
<400> 4 

gtccagagtg cattgactat gggagtaaaa ctgtcaagtg tatgaactgc atgttttaaa 60 
gagggggaag aaatgcaaac caaagcagta agtcatgaag tgtgcagaaa tcttggttct 120 
ggtatgctag gagtgtgtta agttatatga ttgtaactgt gctttttata tctggtgcct 180 
attagtgtag gtcttttcca 200 



2 



